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multiscale simulations scheme

FreeDTS

structure builder for next generation MD simulations




Pezeshkian, et al, Nat. Commun (2020); Marrink, et al, Chemical Reviews(2018)



Initial stage of Shiga toxin internalization
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W. Romer et al, Nature (2007); H. Ling et al, Biochemistry, (1998).



Formation of tubular invaginations
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Molecular architecture of the tube
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Division of artificial cells

o European Synthetic Cell Initiative
& ° 5
S . ® Nature is our next technology

https://www.syntheticcell.eu/



Division of an artificial cell
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De Franceschi et al, ACS Nano (2023)




Shaping membranes
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De Franceschi et al, ACS Nano (2023) 10



Recruitment of enzymatic proteins
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N. D. Franceschi et al, ACS Nano (2023)




